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CORRECTION

Correction: HA gene amino acid mutations 
contribute to antigenic variation and immune 
escape of H9N2 influenza virus
Rui Zhu1,2,5, Shunshun Xu1,2, Wangyangji Sun1,2, Quan Li1,2, Shifeng Wang3, Huoying Shi1,2,4*    and Xiufan Liu1,2 
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Following publication of the original article [1], we have 
been informed that author Huoying Shi has been incor-
rectly affiliated.

The author affiliation has been updated above and the 
original article has been corrected.
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